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The Biotechnology Systems Branch of the ScientiH^^^^^^ C-*- 
.^riO detected errors when processing the following CRF diskette. 



(STIC) detected 

Application Serial Number: 
Art Unit /Team No. ; 
Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS THE ERRORS DETECTED. 
PLEASE BE SURE TO FORWARD THIS INFORMATION TO THE APPLICANTS 
BY EITHER: 

COMPLY or, 

Z) CALLING APPLICANTS AND FAXING THEM A COPY OF THE PRINTOUT 
WITH A NOTICE TO COMPLY 

THIS WILL INSURE THAT THE NEXT SUBMISSION RECEIVED FROM THEM 
WILL BE ERROR FREE. 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 
MARK SPENCER 703-308-4212 



r 




Raw Sequence Listing Error Summary 



pppHR DETECTED SMrjGFSTFn CORRECTION 



SERIAL NUMBER: . 



.r^.or. PKjri ISH -ALPHA- HEADERS. WHICH WERE INSERTED BY PTO SOFTWARE 
NEW cases: --/™;3r^^^^^^^^^^ aown .o U,e ne. «ne. 

_ wrapped Nude.cs ^^f^-";'^^^;';^^, ^3 reUleved in a wo,d processor after creaUng .t. 

Please adjust yoor right margin to .3. as this will prevent "wrapping . 



Wrapped Aminos 



Incorrect Line Length 

Misaligned Amino Add 
Numbering 

Non-ASCtI 



Variable Length 



Patentin ver. 2.0 "bug* 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 
(NEW RULES) 



The amino add number/text at the end of each line "wrapped " down to the next hne. 
This may occur if your Hie was retrieved in a word processor after creaUng .L 
Please adjust your right margin to .3. as this will prevent -wrapping . 

The r..es require that a line not exceed 72 characters in length. This indudes spaces. 

^ i„ AQrii inosi lexl as required by the Sequence Rules. 
This file was not saved in ASCII (DOS) lexi. as req , processed. 
Please ensure your subsequent subniiss.on is saved .n ASCII text so mat ca 

Sequence(s) _ contain n's or Xaa's which represented more U,an one residue. 
AS per the rx^les. each n or Xaa can only represent a single residue^ 
pfease present me maximum number of each residue hav.ng vanable lengU, and 
indicate in the (ix) feature secUon that some may be missing. 

.J iK« .r'j-3n>.<223> section to be missing from amino add 

. w „ ...... ^r::; r» -^'<' «. — - 

to the subsequent amino add sequence. 

Sequence(s) __ missing. If intenUonai. please use the following forma, for each sKipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: K.^Hioon under -SEQUENCE CHARACTERISTICS') 

(1) SEQUENCE CHARACTERtSTICS:(Do not insert any head.ngs under SEQUtr. 

(xl) SEQUENCE DESCRIPT10N:SEQ ID NO:X: 
This sequence Is Intentionally skipped 

Please aiso adjust the '(iii, NUMBER OF SEOUENCES:" response to indude the sKipped sequence(s). 
Sequence(s) _ missing. If intenUonai. please use the following fom,at for each skipped sequence. 
<210> sequence id number 
<400> sequence Id number 
000 

use of n-s and/or Xaa's have been detected in the Sequence LisUr^g. 

use of <220> to <223> is MANDATORY if n's ^^^^^^^^^^^ residue n or Xaa represents. 
In <220> to <223> section, please explain location of n or Xaa. ana wnci 



Use of <2 1 3>6rganism Sequence(s) . 
(NEW RULES) 



, are missing this mandatory f.eid or its response. 



Use of <220>Feature 
(NEW RULES) 



... ^u.inn the < ^?Q>Feature and assodated^ headings, 




Patentin ver. 2.0 "bug" 



AKS-Biolechnology Systems Branch- 5/15/99 



f 



^GE 



3^ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/167,705 



DATE : ',09/02/1999 
TIME: 13:12:04 



Input Set: 1167705 .RAW 



This Raw Listing contains the General^ lnW«*o«^^*fj^ 
Section and up to first 5 pages. ^'^rected Diskette k//c 



deeded 
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<110> APPLICANT: Schmidt, Ann Marie 

<120> ?iS'oF^IN^ENTION: EXTRACELLULAR NOVEL RAGE BINDING PROTEIN (EN-RAGE) AND 

USES THEREOF 
<130> FILE REFERENCE: 0575-55873 

<140> CURRENT APPLICATION NUMBER: US/0 9 / 167 , 705 
<141> CURRENT FILING DATE: 1998-10-06 
<160> NUMBER OF SEQ ID NOS : 6 



<170> 
<210> 
<211> 
<212> 
<213> 
<400> 



360 
395 



SOFTWARE: PatentIn Ver. 2.0 
SEQ ID NO 1 

LENGTH: 3 95 ^ I 

TYPE: DNA^*^: ' 
ORGANISM :(^SEQ1^ 
SEQUENCE: 1 

atgactaagc tggaggacca cctggaggga atcatcaaca tcttccacca gtactccgtt 60 
cgggtggggc atttcgacac cctcaacaag cgtgagctga agcagctgat cacaaaggga ^20 - . 
acttcccaaa accctccaga acaccaaaga ccaacctacc attgacaaaa tattccaaga 180((r^uW 
cctggatgcc gataaagacg gagccgtcag ctttgaggaa ttcgtagtcc tggtgtccag 240 
ggtgctgaaa acagcccaca tagatatcca caaagagtag gtttccagca atgttcccaa 300 
gaagacttac ccttctcctc cctgaggctg ctccccgagg gagagagaat tataaacgta 
ctttggcaaa ttcttagcaa aaaaaaaaaa aaaaa 
<210> SEQ ID NO 2 
<211> LENGTH: 50 
<212> TYPE: PRT 
<213> ORGANISM ^SEQ2 
<400> SEQUENCE: 2 

Thr Lys Leu Glu Asp His Leu Glu Gly He He Asn He Gly His Gin 

15 10 15 

Tyr Ser Val Arg Val Gly His Phe Asp Thr Leu Asn Lys Tyr Glu Leu 

20 25 ^"/"^Ir 

Lys Gin Leu Gly Thr Lys Glu Leu Pro Lys Thr Leu Gin Asn f Xaa yLys 
35 40 45 

Asp Gin 
50 

SEQ ID NO 3 
LENGTH: 9 0 
TYPE: PRT ^ ^ * 



<210> 
<211> 
<212> 
<213> 
<400> 



r ^ — — — 
30/7^ 
gn/Xaa JL\ 



ORGANI SM : CaEQ3-^ 
SEQUENCE: 3 

Thr Lys Leu Glu Asp His Leu Glu Gly He He Asn He Phe His Gin 

15 10 15 

Tyr Ser Val Arg Val Gly His Phe Asp Thr Leu Asn Lys Arg Glu Leu 

20 25 30 

Lys Gin Leu He Thr Lys Glu Leu Pro Lys Thr Leu Gin Asn Thr Lys 



1646 



RAW SEQUENCE LISTING DATE : '-09/02/1999 

PATENT APPLICATION US/09/167,705 TIME: 13:12:04 

Input Set: 1167705. RAW 

35 40 45 

Asp Gin Pro Thr He Asp " Lys He Phe Gin Asp Leu Asp Ala Asp Lys 

50 55 60 

Asp Gly Ala Val Ser Phe Glu Glu Phe Val Val Leu Val Ser Arg Val 
65 70 75 80 

Leu Lys Thr Ala His He Asp He His Lys 
85 90 

210 > SEQ ID NO 4 
2 1 1 > LENGTH : 3 0 

212> TYPE: PRT \ 

213> ORGANISM: (SEQ4^ 
40 0 > SEQUENCE: 4 

Thr Lys Leu Glu Asp His Leu Glu Gly He He Asn He Phe His Gin 

15 10 15 

Tyr Ser Val Arg Val Gly His Phe Asp Thr Leu Asn Lys Arg Glu Leu 

20 25 30 

Lys Gin Leu He Thr Lys Glu Leu Pro Lys Thr Leu Gin Asn Thr Lys 

35 40 45 

Asp Gin Pro Thr He Asp Lys He Phe Gin Asp Leu Asp Ala Asp Lys 

50 55 60 

Asp Gly Ala Val Ser Phe Glu Glu Phe Val Val Leu Val Ser Arg Val 
65 70 75 80 

Leu Lys Thr Ala His He Asp He His Lys 
85 90 

:210> SEQ ID NO 5 
:211> LENGTH: 18 

:212> TYPE: PRT^.- 

:213> ORGANISM (^^^^EQSy 
:400> SEQUENCE 

Asp Gly Ala val Ser Phe Glu Glu Phe Val Val Leu Val Ser Arg Val 
1 5 10 15 

Leu Lys 
=210> SEQ ID NO 6 
c211> LENGTH: 5 
= 212> TYPE: PRT-<^^ 
c213> ORGANISM i(^^SEQg^ 
c400> SEQUENCE: 6 

Ala Gin Asn He Thr 
1 5 



.GE : 3 



VERIFICATION SUMMARY 
PATENT APPLICATION US/09/167,705 



DATE: 09/02/1999 
TIME: 13:12:04 



Input Set: 1167705 .RAW 



ne ? Error/warning Original Text 

3-1 w "N" or "Xaa" used: Feature required Lys Gin Leu Gly Thr Lys Glu Leu Pro Lys T 



^^^^^^^S^^^MPriv CONTAINING"" J?- 

NUCDEOTlbE SEQUENCE AND/OR i^INO . DISCI-OSURES j; 

the nucleotide and/or amino acid sequence discipsure contained in this ^PPllcatioa db^s 
not comply with the rcquiremento for such a diecloaure ao eet forth in 37 cfr I .B2X:r'^<''^ 
* 1-82S for the .following -reiason{B) : ' 

1. This application clearly fails to comply with the requirements of "37 CFR 1,81 

1.82S. Applicant's attention is directed to these regulations, published at 114 
29, May 15, 1990 and at 55 FR 18230, May 1, 1990. 

2. This application does not contain, as a separate part of the disclosure on 
paper copy, a "Sequence Listing" as required by 37 CFR 1.821(c)- 

3. A copy of the "Sequence Listing" in computer readable form has not been 
submitted as required by 37 CFR 1.821(e)- ' 

4- A copy of the -Sequence Listing** in computer readable form has been subtnitte- 

However, the content of the computer readai^le form does not comply with the 
requirements of 37 CFR 1.822 and/or 1.823, as indicated on the attached copy of 
roarked-up "Raw Seq[uence Listing.*' 

5. The computer readable form that has been filed with this application has bee 

found to be damaged and/or unreadable as Indicated on the attached CRF Diskette 
Problem Report. A substitute computer readable form must be submitted as reqiiij 
by^J57 l-825{d). 

6. The paper copy of the "Sequence Listing- is not the^same as the computer 
readable form of the -Sequence Listing- as required by 37 CFR 1.821(e)- 



□ 



□ 



□ 
□ 



other: 



Applicant must provide: 



V 



An initial or substitute computer readable form (CRF) copy of the "Sequence 
Listing" 

An initial or substitute paper copy of the "Sequence Listing", as well as an \ 
amendment directing its entry into the specification . t 

A Statement that the content of the paper and computer readable copies are the s ; 

and, where applicable, include no new matter, as required by 37 CFR 1.821(e) or ; 
1.821(f) or 1.821(g) or 1.825(b) or 1.825(d) ! 

i 

For questions regarding compliance with these requirements, please conta i 

\ 

For Rules Interpretation, call (703) 308-1123 
For CRF submission help, call (703) 308-4212 
For Patentin software help, call (703) 557-0400 



Please return a copy of 



this 



notice 



with your response. 



